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HWE B HREFREE(TC)HLU/N RNA-338-3p(miR-338-3p) . T AN ML A F 4( TCF4) F k7K F & 5 I
PR VR AE RIS A AR DG PE o 7 o B3 148 T AL b Iy 2% Be Bl s 5% — B B 2018 4F 9 H —20204F 9 H Wi My TC &
H RS XTG AR OIBR 9 AL U S TC AL 25 AL ZUE R 55 4 . R A qRT-PCR 3 Kl 41 21 miR-338-3p.
TCF4 &K KT 08 TC H L H miR-338-3p . TCF4 ik K F 5 I R BLARAE K TCHREBE M X R HZ W&
Cox M Hrig iy TC BE BRI E ., 2R TCH miR-338-3p A /K V-1 BALFRE 354, TCF4 £ kK FH
W & 8 TS5 41 (P<<0.05) o [l ~IV 3] K234k Fn & A K B 45 55 B2 i TC B2 miR-338-3p k£ ik . TCF4 B £kt
B R T 1~ I3 A MR 2 2 b 45 R 1 TC % (P<C0.05) . TC A4 miR-338-3p ik £ ik i # 34F
H A7 36(45. 95 %) K T miR-338-3p 1 ik L # (74. 32%0) ()’=18.781,P<C0.001) , TC A 4! TCF4 i £ ik & 34
HEAE 3 (41, 89 V)R T TCFAMR ik i # (78. 38%) (*=27.978,P<C0.001) . miR-338-3p.TCF4.Ilfi FE 431 bk 0
SRS R TC B UG A 6 2 (P<<0.05) . % # : TC 4041 miR-338-3p ik /K F W] AL, TCF4 35k K F
IR T 5 TC B E IR RS Ok A5 56 R 4 B IR RS TC B H FBUS AR CH R
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Abstract

Objective: To investigate the correlation between the expression levels of microRNA-338-3p
(miR-338-3p) and T cell factor 4 (TCF4) in thyroid cancer (TC) tissue with clinical pathological fea-
tures and prognosis. Methods: From September 2018 to September 2020, 148 TC patients admitted
to The First Affiliated Hospital of Hebei North University were involved in this study, their intraopera-
tive resections of TC samples and adjacent tissues were acquired. qRT-PCR method was applied to de-
tect the expression levels of miR-338-3p and TCF4 in tissues. The relationship between the expres-
sion levels of miR-338-3p and TCF4 in TC tissue and clinical pathological features and prognosis was

analyzed. The factors affecting the prognosis of TC patients were analyzed using multivariate Cox re-
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gression. Results: The expression levels of miR-338-3p in the TC samples were lower than those in
the adjacent tissues, and the expression level of TCF4 was higher (both P<C0. 05). The proportions of
miR-338-3p low expression and TCF4 high expression in TC patients with stage [[-IV , low
differentiation, and lymph node metastasis, respectively, were higher than in stage I -1l , medium to
high differentiation, and no lymph node metastasis, respectively (all P<Z0.05). The 3-year survival
rate (45. 95%) of patients with low expression of miR-338-3p in TC tissue was lower than that of pa-
tients with high expression of miR-338-3p (74. 32% ) (=18. 781, P<C0.001), and the 3-year survival
rate (41.89%) of patients with high expression of TCF4 in TC tissue was lower than that of patients
with low expression of TCF4 (78.38%) (¥=27.978, P<C0.001). miR-338-3p, TCF4, clinical
stage, and lymph node metastasis were related factors that affected the prognosis of TC patients (P<<
0.05). Conclusion: The expression level of miR-338-3p in TC tissue is obviously reduced, while the
expression level of TCF4 is obviously increased. They are closely related to the clinical stage and
lymph node metastasis in TC patients, and are related factors affecting the prognosis of TC patients.
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%1 qRT-PCR3|#FF

N 51 #9(5'—3")

FUiEs 9 (5'—3")

miR-338-3p

GCCGAGTCCAGCATCAGTGATT

GTGCAGGGTCCGAGGT

U6 CTCGCTTCGGCAGCACA AACGCTTCACGAATTTGCGT
TCF4 CTTAACAGCTGTATTATCTTAAACCCA TGGGTTTAAGATAATACAGCTGTTAAG
GAPDH GCACCGTCAAGGCTGAGAAC TGGTGAAGACGCCAGTGGA
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